WHAT IS CLAIMED IS: 

1 1 . A method for identifying an HLA genotype of a subj ect, the 

2 method comprising: 

3 (a) obtaining a sample comprising a template nucleic acid from said 

4 subject; 

5 (b) amplifying said template nucleic acid with a plurality of HLA allele- 

6 specific forward primers and HLA allele-specific reverse primers to form amphfication 

7 products, 

g wherein said forward primers or reverse primers comprise a 

9 detectable label; 

1 0 (c) hybridizing said amplification products with a plurality of HLA locus- 

a 1 specific capture oligonucleotides immobilized on a solid phase to form a plurality of 

'^2 detectable complexes; and 

;=| 3 (d) detecting said detectable complexes to identify said HLA genotype of 

'^4 said subject. 

'™ J 2. A method for identifying an HLA genotype of a subj ect, the 

j:* 2 method comprising: 

m 3 (a) obtaining a sample comprising a template nucleic acid from said 

i'5 4 subject; 

a 5 (b) amplifying said template nucleic acid with a plurality of HLA allele- 

6 specific forward primers and HLA allele-specific reverse primers to form amplification 

7 products, 

8 wherein said forward primers or reverse primers comprise a 

9 detectable label; 

1 0 (c) hybridizing said amplification products with a plurahty of HLA locus- 

1 1 specific capture oUgonucleotides to form a plurality of detectable complexes; 

12 (d) immobilizing said detectable complexes on a solid phase; and 

1 3 (e) detecting said detectable complexes to identify said HLA genotype of 

14 said subject. 

1 3 . The method according to claim 1 or 2, wherein said template 

2 nucleic acid is isolated from blood or cord bloodr^~~~~"~-^ 
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1 4. The method according to claiinJ_or2, wherein said template 

2 nucleic acid is cDNA or genomic DNA. 

1 5 . The method according to claimJ_or 2, wherein said solid phase is a 

2 member selected from the group consisting of: a bead, a chip, a microtiter plate, a 

3 polycarbonate microtiter plate, polystyrene microtiter plate, and a slide. 

1 6. The method according to claiiiUor2, wherein said HLA genotype 

2 is a class I HLA genotype. 

1 7 . The method according to claimljOT 2, wherein said HLA allele- 

2 specific forward primers and HLA allele-specific reverse primers are selected from the 

3 group consisting of: 

34 SEQ ID NOS: 1-160. 

8. The method according to claim 1 or 2, wherein said locus-specific 
capture oligonucleotides are selected from the groupc5n§rsting of: 
I 3 SEQIDNOS:165-168. 

^ 9. The method according to^claim 8, wherein said capture 

;y 2 oligonucleotides fiirther comprise a 5 ' amine groupoJ a 5 ' (T)5-20 oligonucleotide 
i":3 3 sequence. 

1 10. The method according to cl ^l or 2 , wherein said HLA genotype 

2 is a class II HLA genotype. 
11. The mlthod according to cl^imlor 2, wherein said HLA allele- 
-specific forward primers and Wa allele-specific reverse primers are selected from the 

3 group consisting of:selected fdom the group consisting" of: 
SEQ ID NOS: 1159-269. 

1 -ST ^ 1^ ^ ' ^ 12. The method according to claimJ_or^^w^^ 

2 capture oligonucleotides are sclected&Q^he-^cGufSS^^ng of: 

3 SEQIMQSr27aS5. 
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1 13. The method according to claim 12, wherein said capture 

2 ohgonucleotides further comprise a 5' amine group or a 5'(T)5-20 oligonucleotide 

3 sequence. 

1 14. The method according to claixiU_or_2, wherein said detectable 

2 label comprises a member selected from the group consisting of: 

3 radioactive moiety, a fluorescent moiety, a chemiluminescent moiety, an 

4 antigen, and a binding protein. 

1 15. The methodjo£claimj_4^wherein said fluorescent moiety is 

2 fluorescein or 5-(2'-aminoethyl) aminonaphtalene-1 -sulfonic acid (EDANS). 

1 16. A metho^ for identifying an HLA genotype of a subject, the 

u 

1.0 2 method comprising: 

^ 3 (a) isolating template nucleic acid from a sample from said subject; 

''4 4 (b) immobilizing d plurality of HLA allele-specific reverse primers on a 

i,p 5 solid phase; 

6 (c) amplifying said Vemplate nucleic acid with a plurality of HLA allele- 

!== 7 specific forward primers and said iftimobilized reverse HLA allele-specific reverse 

i=y 8 primers to form amplificatioapj»dtfcts, 

O 9 wherein said tbrward^rimers comprise a detectable label; and 

rg^O (d) detecting said amplifip^ion products to identify said HLA genotype of 

11 said subject. 

1 17. Thegfethod according toj^ahn^ 

2 acid is cDNA or genornic DNA. \ 

1 18. The method according to claini 1 6, wherein said template nucleic 

2 acid is isolated from blood or cord blook. 

1 19. The method according to-elaim^, wherein said solid phase is a 

2 member selected from the group consistmg of: a bead, a chip, a microtiter plate, a 

3 polycarbonate microtiter plate, polystyrehe microtiter plate, and a slide. 

1 20. The method accorling to cl^m 16, wherein said HLA genotype is 

2 a class I HLA genotype. 
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21. The method accolding to claim 16, wherein said HLA allele- 
specific reverse primers and said HLA ajlele-specific forward primers are selected from 
the group consisting of: 

SEQIDNOS:1-160. 

22. The method according to claim 16 wherein said HLA allele- 
specific reverse primers further comprise^ 5' amine group or a 5'(T)5-20 ohgonucleotide 
sequence. 

23 . The method accordijig to claim 1 6, wherein said HLA genotype is 
a class II HLA genotype. 
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24. The method accordir) 
specific reverse primers and said HLA allelb-s] 
the group consisting of: 

SEQIDNOS: 169-269. 

25 . The method accordini^ said detectable label 
comprises a member selected from thp^uplconsisting of: 

radioactive moiet;j<^uoresc|nt moiety, a chemiluminescent moiety, an 
antigen, and a binding protein 

26. The method ofLQlaim25, wherein said fluorescent moiety is 
fluorescein or 5-(2'-aminoethyl) aminonaphtalLne-1 -sulfonic acid (EDANS). 

27 . The method of claimJjsl wherein said forward primers and said 
reverse primers are selected from the group consisting of : 

SEQIDNOS: 1-1 60. 



28. The method of claim 16^ 
reverse primers are selected from the group consisting of : 
SEQIDNOS: 169-269. 



vherein said forward primers and said 
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